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EGF-receptor ligands, 41
EGF-receptor, 41
EGFRvIII, 2549
Egr, 4309
Egr-1, 623, 5940
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Electron spin resonance spectroscopy, 2411
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Endosymbiosis, 2215
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Enzymes, 2411
EOB, 4685
Eotoxin, 57
EP4 receptor, 565
Epidermal growth factor receptor, 1475
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Epithelial cell, 1783
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[4Fe–4S], 279
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Fer, 167
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FGF receptor 3, 2041
FGF receptor substrate 2, 727
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FGFR3 mutations, 2593
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Fibrillation, 1635
Fibrinogen, 2965, 5533
Fibroblast growth factor-10, 248
Fibroblast, 4734
Fibroblasts, 5122
Fibrogenesis, 203
Fibronectin, 1417
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Fireﬂy luciferase super family, 815
Fish, 2599
FK506-binding protein, 5709
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Flavoredoxin, 4397
Flexible C-terminus, 4783
Floral organs, 5475
Flow chamber, 1841
Flow cytometry, 5533
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FMN-binding site-directed mutagenesis, 4397
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Folding after binding, 5872
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Gluathione peroxidase, 3743
Glucagon, 4235
Glucan-binding domain, 4675
Glucansucrase, 4036
Glucocorticoid receptor, 389, 2423
Glucocorticoid response element, 389
Gluconolactone, 1514
Glucose dehydrogenase structure, 837
Glucose homeostasis, 1053
Glucose, 1693, 3955, 4743
Glucose-6-phosphatase-a, 3833
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Glucosyltransferase, 2605, 4036
Glucotoxicity, 3734
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Glutamate dehydrogenase, 2733, 2743
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Glutathione-conjugate degradation, 3131
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Glyceraldehyde 3-phosphate dehydrogenase, 4223
Glyceraldehyde-3-phosphate dehydrogenase, 97
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Glycerol levels, 1923
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Glycoalkaloid, 3217
Glycodelin, 4366
Glycogen metabolism, 4749
Glycogen phosphorylase b, 4223
Glycogen phosphorylase, 4749
Glycogen storage disease type I, 3833
Glycogen synthase kinase 3b, 382
Glycogen synthase kinase, 3311
Glycogen synthase, 4423
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Glycoproteins, 4468
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Gold and silver nanoparticles, 5533
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HMG-CoA reductase, 3391
hnRNPG, 218
Hoechst 33342, 1435, 3076
Hog1, 1209
Homo sapiens, 4603
Homocysteine, 4567
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Hybrid-type glycosylation, 1963
Hydrogel, 4172
Hydrogen bond, 1881
Hydrogen bonding, 1403, 5715
Hydrogen peroxide dismutation, 320
Hydrogen peroxide, 271, 437, 1834, 2460, 3489, 4212
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IL-2Ra, 4507
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Immune complex, 2017
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Immunotherapy, 296
Immuno-therapy, 3716
Immunotoxins, 296
Import receptor, 4795
Importin-b, 1369
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Insulin receptor, 3273
Insulin resistance, 3734, 4303, 5664
Insulin secretion, 4080
Insulin sensitivity, 469, 1053, 1131
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Insulin-like growth factor I, 2727, 3235
Insulin-like growth factor-I receptors, 4773
Insulin-like growth factor-I, 4773
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Interleukin-21, 4001
Interleukin-27, 5199
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L-ornithine uptake, 5573
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Laser-induced temperature jump, 4463
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Lck, 1555
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